Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.023; wR factor = 0.056; data-to-parameter ratio = 18.1.
The asymmetric unit of the title organotin(IV) compound, [Sn(C 4 H 9 ) 2 (C 5 H 3 N 2 O 2 ) 2 (H 2 O)], contains one-and-a-half molecules. The half-molecule is completed by crystallographic twofold symmetry, with its Sn and water O atoms lying on the rotation axis. Both molecules feature seven-coordinate Sn atoms in trans-C 2 SnN 2 O 3 pentagonal-bipyramidal coordination environments. The carboxylate anions N,O-chelate to the Sn atom. In the crystal, the carboxylate O atoms not involved in coordination serve as acceptors for O-HÁ Á ÁO hydrogen bonds from adjacent water molecules, generating a threedimensional network.
Related literature
For the rhombohedral modification, see: Ma et al. (2004) .
Experimental
Crystal data [Sn(C 4 Table 1 Selected bond lengths (Å ). Hydrogen-bond geometry (Å , ). The carboxylate oxygen atoms not involved in coordination serve as hydrogen bond acceptor to adjacent water molecules to generate a three-dimensional hydrogen-bonded network.
The reaction was carried out under a nitrogen atmosphere. Pyrazine-2-carboxylic acid (0.124 g,1 mmol) and sodium ethoxide (0.068 g,1 mmol) were dissolved in to benzene (20 ml) in a Schlenk flask. Dibutyltin dichloride (0.153 g, 0.5 mmol) was added to the mixture; the mixture was stirred for 12 h at 318 K. After cooling down to the room temperature, the solution was filtered. The solvent was removed under reduced pressure to give a solid. The solid was recrystallized from ethanol to yield irregular colourless chunks of (I); yield, 72%; m.p. 517-519 K.
Refinement
Hydrogen atoms were placed in calculated positions (C-H 0.95-0.98 Å) and included in the refinement in the riding model approximation, with U(H) set to 1.2-1.5U eq (C).
The water H-atoms were located in a difference Fourier map, and were refined with a distance restraint of 0.84±0.01 Å; their temperature factors were refined.
The second value in the weighting scheme is somewhat large; lowering this had only marginal impact on the refinement.
The weighting scheme was the one suggested by the refinement program. Figures   Fig. 1 . The molecular structure of (I) with displacement wllipses shown at the 70% probability level. Hydrogen atoms are drawn as spheres of arbitrary radius. One molecule lies on a twofold rotation axis; the symmetry-related atoms are not labeled.
F ( 0.0170 (9) 0.0151 (9) 0.0159 (9) −0.0003 (7) 0.0106 (8) −0.0016 (7) C6 0.0164 (9) 0.0156 (9) 0.0138 (9) −0.0005 (7) 0.0092 (7) −0.0010 (7 
Geometric parameters (Å, °)

